[Biometric-genetic analysis of genotype dissimilarity: the model and parameters].
An additive-dominant model and parameters for biometric--genetic analysis of pair dissimilarity between genotypes have been developed. The analyzed dissimilarity metrics are presumed to be determined by the quantitative traits of plant lines and F1 hybrids obtained by diallel crossing. Relationships between dissimilarity parameters have been determined, and algorithms for estimating their use, in particular, for detecting the most heterozygous hybrids are suggested.